Large Scale SNP Genotyping and Copy Number
Analysis with Infinium® Whole-Genome Genotyping

Friday, February 3, 2007

PRESENTED BY:
DANIEL A. PEIFFER, PH.D.
ASSOCIATE PRODUCT MANAGER
ILLUMINA, INC.

Topics covered include:

e  Biochemistry and analysis principles of the Infinium assay.

o NP selection for the HumanHap BeadChip product line

e fundamentals of whole-genome SNP genotyping and data analysis.
e [Lopy number analysis in cancer and congenital samples.

o Analysis of copy number variation (CNVs).

VENUE:

Aspiration @ MATRIX Building, Level 2M
BIOPOLIS

SINGAPORE 138672

09:30 AM Seminar

10:30 AM BeadStudio Software Demonstration; Q & A Session
12:00 AM End

For further information, please contact Dr Ram Laxman at rlaxman@illumina.com
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